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Determination and the significance of three types of GGT mRNA in human liver tissues HAN Guoging, QIN
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[Abstract} Objective To explore the relationship between the alteration in GGT mRNA expression and the devel-
opment of HCC. Methods  Three GGT mRNA 1ypes {F, H. and P} in normal liver tissues, diseased liver tissues without
HCC, cancerous and noncanceros tissues from livers with HCC, and noncancerous tissues from livers with metastatic tumor
were tested by RT-PCR. Results  In normal livers, the main type of GGT mRNA was type F. In liver diseases but not HCC.
the distribution of the type GGT mRNA was ncarly the same as in normal livers. The prevalence of type H was sipnificantly
higher in both cancerous and noncancerous tissues of livers with HCC than in livers without HCC {P<0.05). The prevaience
of type F in cancerous tissues was significantly lower than that in livers without HCC (P<0.05). Conclosions  The GGT
mRNA expression in the human liver will shift from type F o type H during the development of HCC. The fragmeni anaiy-
sis of GGT genes may be a sensitive assay to detect hepatic cell canceration,
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M. DNA marker, |; GGT mRNA-F T#, 2. GGT mRNA-H %, 3. GGT mRNA-P EM, A. E¥FMHA, B.HCCHAL, C.
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M. DNA marker, | GGT mENA-F subtype. 2: GGT mRNA-H subtype, 3: GGT mRNA-P subtype, A: normal liver tissues,
B. cancerous tissues from livers with HCC. C. adjacent paracancerous tissues from livers with HCC., D: noncancerous tissues

from, livers with metastatic carcinoma

M1 GGT mRNA E#E RT-PCR Bk H#
Fig. 1 Eleclropharesis result of each GGT mRNA subiypes
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