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Usefulness of PCR Technique in Identification of Alternaria Alternata Allergen Extracts

CAOQ Nai-ging, ZHANG Hong-yu™
(Department of Allergy, Provincial Hospital Affiliated to Shandong University, Jinan 250021, China)

Objective To produe the allergen extracts with Alternaria alternarta while were identified by PCR
technique. Methods Alternaria alternata was collected from air and cultured under 26°C, identified by PCR
technique. Result The fungus that was collected from air and identified as Alternaria dlternata by
morphology, its 26stDNA was amplified by PCR, resulting a 580 bp band, after sequencing, under
microscope there were 543 bases those could be identical and consistent to the Alternaria dlternata data

from internet based on the result of blast comparison, comresponding rate is 99% . Conclusion We

succeeded in collecting and producing Alternaria dlternata.
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Fig 1 Morphology of Alternaria alternata
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Fig 2 Alemaria alternata under microscope
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CTGCGGAGGGACATTACACAAATATGAAGGCCGCLTGLGAACCTCTCGLGGTTACACE

CTHGCTGAATTATTCACCCTT CTCTTTIGCG TACTTCTRGTTTCCTTGGTGGGTTCCLCC

ACCACTAGGACAAACATAAACCTTTTGTAATIGCAATCAGCCTCAGTAACAAATTAATA
ATTACAACTTTCAACAACGCATCTCTTGGTTCTCGCATCGATCAAGAACGCAGCGAAAT
GCGATAAGTAGTGTCAATTGCAGAATTCAGTCAATCATCGAATCTTTCAACGCACATTG
CGCCCTTTGGTATTCCAAAGGGCATGOCTGTICGACCCTCATTTCTACCCTCAAGCTTTG
CTTGGTGTIGGGCGTCTTGTCTCTAGCTTIGCTGGAGACTCGLCTTAAAGTAATTCGCAG
CLGGCCTACTGGTFTCCGAGCGUAGCACAACTCGCACTCTCTATCAGCAAAGCTCTAGE
ATCCAYTAACCCTTTTITICAACTTTTGACCTCGGATCAGGTAGGGATACCCGLTGAACT
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